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The Allantic Rainfarest is a large biome thal exiends along the latitudinal axis of the Brazikan
coast. The 'White-sand Forest (WF) and Slope Forest [SF) are twa of its main environments.
Thay are geographically close (Fig 1) and share the species pool and similar clmalic condi-
tions. The main diffsrence thease envir are their ic conditions: in the
Whits-sand Forasts the soils are sandy and nutrient poor, canditions that are often conssderad
siresaful and more resirictive to iree development. Only species with specific trails and phiysi-
ological mechanisms that can develop under these abéato conditions should coour in commu-
nilies wilh sandy sails. Therelere, it was expecied thal environmeanial filtering would ba siron-
ger on White-sand Forest tree communities than on thosa in the Slope Forest.

Fig. 1~ Picture of Brazils coast, oloser 1o 1he 588 0 e coastal plan ragion is e Whiks-3and Forest and
in the lower mountain region is e Slope Forest [a) Schematic drawing depicting the transition bebween
‘Whitn-sand Forest (red| and Slope Forest (Blue] 1)

Assuming that in Angicsparms thers is niche conservalism, il is axpacied thal in communities
under strang envircnmaental fillenng the phylogenetio pattern would be clusiered and in com-
munities with sireng Smiting simariy the pallem would be overdisparsed (Fig 2] Since i was
expected that environmental filtering ‘wauld be stronger in the White-sand Forest tree commu-
nities, thair phylcgenatic siruciure was axpacied ta ba mona clustarad than the cemmun(lies in
the Slope Forest. To access this hypothesis, this shudy aimed lo relals plmmmpm

to ecological processes driving the community af these
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Fig. 2 - Phylopenetie iree of the regional pool under anvirenmental Titering (lef} resuting in lnldlmlnd-
cafly chustened keal COMMUNEY wih EI0Ns wih simiar raits {same color). The same phylogensso tee

tha regional posl under imiting simdlarfy (Pght] resuting i 3 phiylogenatically overdispersed local mmmu-
nity with tamons with ciffereni trafts (Sflermnt shapes and solars).

Wa used & subsat of the Nactropical Tres Communibes database (TraeCo 2.0) and analyzed
B0 siles, 18 in the White-sand Fores! and 44 in the Slopa Fores! (Fig 31

This ph b s was with the 383 ganus thal occur in &t least one site (Fig
4). Ganus from Cyalheacess and Podocarpaceas were axcluded fram the phylogenslic tree

because they were rare and boo wﬂmnlydllllmﬁ'un Angicspenms. The phylogeny was
theaugh the WP
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To Accass the the aipha phyloganetic diversity of each
site with the standardized mmdmmpmnlmmmmhmum
Mearest Taxon Distance [sesMNTD), We used the effect size b MPD and

MNTD are sensilive bo sile richness and ihe sies had dilferent values of richness. Comemuni-
ties with sesMPD or sesMNTD values Iower than -1.66 were considered phylogenetic clus-
tared, values ovar 1.68 wera and with
mm-‘ﬂlrd1ﬂBmurm!Ml}ﬂnmpnﬁndbrMmllmmld

For both sesMPD and sesMNTD the phylogenstic sbructure did nol difer babween ihe
‘White-sand and Slope Forests communities (Fig 5) (1 test: 0875, Povalue: 0.338; t test: -0.205,
Pvalu: 0,839, raspactively) and the community phylogenstic strusiurs in aach arvironmant
was nol, on average, different than expected by chance (While-sand Forest mean sesMPD!
0.28 and mean sesMNTD: -1 35; slope forest mean sesMPD; 068 and mean sesMNTD;
-1.28).
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Whitg-sard Fores!  Skope Forgst Wirile sand Foresl | Skopa Forest
Fig. & - VariaSion in the standardized sffect sl of [a) mean phylegenesc dSstance WDFW“FW
nearesi neighber dstance (sesMNTD) fer the White-sand Faresi (blue] and ihe Siope Fonest ines sommuni=
dbes (read), edch point represents a she and the horizonial line represents the =ean Tor thal esvironmsent |

‘Canfrary o our expectations, the pattern of alpha phylogenetic dwersity absersed n the
‘While-sand Ferest and in the Slepe Forest ree communities was nol diferent. The main pro-
posed explanations for these results are:

i) Mosa planbs present in the Allanlic Foresl pool could be taleran 1o sandy and nulrisnt poar
spils. Consequently, the enviranmendal filtering would not be a sirong process for determining
which genus from this regional peal can oocur n ihe White-sand Forest iree communities,

) In these communities, the environmental filber is imporiant but nteracts. with other structur-
ing processes, 6Ush a8 limiling similanty of neulral processes, and does nol leave 8 ciear phy-

clustared pattern.

i) Plants can have different trails and sirategies to survive in sandy and nulrient poor sails,
tharefonas, the envirenmental filter would not resul in & clustered phylogenetic pattem,

Cuie 1o the greal warialion in sesMPD and sesMNTD ob d bet ilies of the
same envi W | d an additional analysis to assess if this vanation was related
o the latitudinal gr . This yais was done ugh a multiple linear model {Fig 8).
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Fig. & - Rulatiomhip betwesn lalitude snd (a) the standardioed effect size of the mean phylogenstic dis-

tanes (sesMPD) or (8] mean rearesi neighbor diviance (seskifTD] for the White-sand Foresi [biue) and the

Slope Foresl ree communiies (red). Each poin repeesants @ sile and the Black ne repeesants the geedel.
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‘We found a strong positive relationship between sasMPD
and latitede (r*: 0.2580, p-valus: 0.00003539) (Fig Ba), we
also found a positive relalionship between sesMNTD and
latidude (#0202, povalee; 0.0003156) (Fig Bb). These re-
sults highlight that (here could be Taclons that vary along the
latitudinal gradsent, such as the climatic conditions ar bio-
geagraphic history, that can be mportant to determine the
phylogenedic siruchure of these communities in the Atantic
Farast.
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contact information:

In future research offoris, the positive relation between
#eaMPD and aesMNTD with the latibtude gradiant could be
lbetter undersiocd by distinguishing how constituent ta this
rasulls ara the components of chmatic vanation ard biegso-
graphic hislory, respeclively.
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